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Table S2 – Pairwise ST for each locus. 

Locus Population Asian Chinese Siberian Native American 

Locus 1 Asian - 
   

 
Chinese 0.0373* - 

 
 

 
Siberian 0.3107* 0.5320* - 

 

 

Native 

American 
0.3370* 0.5209* 0.3281* - 

Locus 2 Asian - 
   

 
Chinese -0.0245 - 

 
 

 
Siberian -0.0345 -0.0288 - 

 

 

Native 

American 
0.1011* 0.0999* 0.0592 - 

Locus 3 Asian - 
   

 
Chinese -0.0245 - 

 
 

 
Siberian -0.0338 -0.0284 - 

 

 

Native 

American 
-0.0328 -0.0416 -0.0346 - 

Locus 4 Asian - 
   

 
Chinese -0.0097 - 

 
 

 
Siberian 0.0198 0.0922 - 

 

 

Native 

American 
0.3704* 0.4531* 0.2308* - 

Locus 5 Asian - 
 

  

 Chinese -0.0178 - 
 

 

 Siberian -0.0101 0.0274 - 
 

 

Native 

American 
-0.0086 0.0216 -0.0421 - 

      

Locus 7 Asian - 
  

 
Chinese -0.0089 - 

 
 



Locus Population Asian Chinese Siberian Native American 

 
Siberian 0.0054 0.0785* - 

 

 

Native 

American 
0.2295* 0.3133* 0.0395 - 

Locus 8 Asian - 
   

 
Chinese -0.0200 - 

 
 

 
Siberian -0.0191 0.0083 - 

 

 

Native 

American 
-0.0322 -0.0369 -0.0207 - 

Locus 9 Asian - 
   

 
Chinese -0.0263 - 

 
 

 
Siberian -0.0417 -0.0454 - 

 

 

Native 

American 
0.5459* 0.5157* 0.5351* - 

Locus 10 Asian - 
   

 
Chinese -0.0208 - 

 
 

 
Siberian -0.0173 0.0059 - 

 

 

Native 

American 
0.2560* 0.2097* 0.3819* - 

Note: *P<0.05 

 


